Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.004 Å; R factor = 0.066; wR factor = 0.227; data-to-parameter ratio = 14.9.
In the crystal of the title compound, C 13 H 20 N 4 , the molecule is nearly planar, the dihedral angles between the pyrimidine and the two pyrrolidine rings being 4.71 (2) and 4.50 (2) . The crystal features inversion-related dimers linked by pairs of C-HÁ Á ÁN hydrogen bonds generating R 2 2 (16) patterns. The dimeric units are further linked into C(6) chains via an additional C-HÁ Á ÁN hydrogen bond.
Related literature
For the synthesis and biological activity of pyrrolidine derivatives, see: Li et al. (2006) ; Lokhande et al. (2003) ; Imamura et al. (2004) ; Wyrzykiewicz, et al. (1993) and of pyrimidine derivatives, see: Holla et al. (2006) ; Zhao et al. (2007) ; Sondhi et al. (2005) ; Khalifa et al. (2005) . For the graph-set description of hydrogen-bond motifs, see: Etter (1990) ; Bernstein et al. (1995) . Table 1 Hydrogen-bond geometry (Å , ). Data collection: APEX2 (Bruker, 2009 ); cell refinement: APEX2 and SAINT (Bruker, 2009 ); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 2012) ; software used to prepare material for publication: SHELXL97. 
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D-HÁ Á ÁA D -H HÁ Á ÁA D Á Á ÁA D -HÁ Á ÁA
Comment
Organic compounds with the pyrrolidine ring system are known to display a wide range of biological activities such as antitumor (Li et al., 2006) , antimicrobial (Lokhande et al., 2003) , anti-HIV-1 (Imamura et al., 2004) . Similarly pyrimidine derivatives exhibit a range of pharmacological activities such as antibacterial (Wyrzykiewicz et al., 1993) , antifungal (Holla et al., 2006) , anticancer (Zhao et al., 2007) , anti inflammatory (Sondhi et al., 2005) and cardioprotective effects (Khalifa et al., 2005) . In this view the title compound was synthesized to study its crystal structure.
The compound crystallizes in triclinic P-1 space group. In the crystal structure, the molecule is nearly planar, with the dihedral angles between the pyrimidine and the two pyrrolidine rings being 4.71 (2) and 4.50 (2)°. Further, the dihedral angle between the two pyrrolidine rings is 18.70 (2)°. The crystal structure features inversion-related dimers linked by pairs of C-H···N hydrogen bonds generating R 2 2 (16) patterns (Etter, 1990; Bernstein et al., 1995) . The dimeric units are further linked into C(6) chains via an additional C-H···N hydrogen bond.
Experimental 2,4-Dichloro-6-methyl pyrimidine (3.11 mmol), pyrrolidine (6.83 mmol), and triethylamine (12.4 mmol) and 5 ml acetonitrile were taken in a microwave seal tube. The reaction mixture was irradiated with microwave for 90 min. The reaction was monitored by TLC with 30% ethyl acetate in petroleum ether. The solvent was removed and the residue dissolved in dichloromethane, purified by column chromatography, and the collected fraction was concentrated under reduced pressure. Single crystals employed in X-ray diffraction studies were obtained from slow evaporation of the solvent from the solution of the compound in ethyl acetate-petroleum ether at room temperature.
Refinement
The H atoms were positioned with idealized geometry using a riding model with C-H = 0.93 -0.97 Å. The isotropic displacement parameters for all H atoms were set to 1.2 times of the U eq of the parent atom (1.5 times of the U eq of the parent atom for CH 3 ).
Computing details
Data collection: APEX2 (Bruker, 2009 ); cell refinement: APEX2 and SAINT (Bruker, 2009 ); data reduction: SAINT (Bruker, 2009 ); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure:
SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 2012) ; software used to prepare material for publication: SHELXL97 (Sheldrick, 2008) . Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )

